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Figure S1: Morphological characteristics of Staphylococcus haemolyticus via Gram’s Staining method (100x).
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Figure S2: Biochemical characterization of Staphylococcus haemolyticus isolated from urine samples of patients with UTI using different tests. Almost all the Staphylococcus haemolyticus isolates A) fermented dextrose, maltose, lactose, sucrose and mannitol with acid production but no gas production, B) Catalase positive, C) Indole negative, D) Methyl Red positive, E) Yellow slant and butt with gas were noted in reactions in TSI agar slant, F) VP test positive (Development of bright orange color), G) Coagulase negative.

[image: image3.png]1465 bp
* Staphylococcus
spp.





Figure S3: PCR amplification of the 16S rRNA gene of Staphylococcus haemolyticus. Representative amplified PCR products of 16S rRNA gene in 1.5% agarose gel. 16S rRNA gene present in all the samples (Lane 2-5) except the water (Lane 6) and negative control (Lane 7). 1 kb DNA ladder was used for comparison (Lane 1).
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 NR 114749.1 Pseudomonas protegens strain CHA0 16S ribosomal RNA partial sequence

 NR 133952.1 Acinetobacter apis strain HYN18 16S ribosomal RNA partial sequence

 NR 074354.2 Bartonella tribocorum strain IBS 506 16S ribosomal RNA complete sequence

 NR 028686.1 Citrobacter sedlakii strain I-75 16S ribosomal RNA partial sequence

 NR 074902.1 Escherichia fergusonii ATCC 35469 16S ribosomal RNA complete sequence

 NR 026332.1 Shigella dysenteriae strain ATCC 13313 16S ribosomal RNA partial sequence

 NR 028685.1 Citrobacter rodentium strain DO 14784 16S ribosomal RNA partial sequence

 NR 114148.1 Ochrobactrum tritici strain NBRC 102585 16S ribosomal RNA partial sequence

 NR 112405.1 Streptomyces tauricus strain NBRC 13456 16S ribosomal RNA partial sequence

 NR 074910.1 Salmonella enterica subsp. enterica strain LT2 16S ribosomal RNA partial sequence

 NR 042906.1 Legionella longbeachae strain ATCC 33462 16S ribosomal RNA partial sequence

 NR 115739.1 Acinetobacter antiviralis strain KNF2022 16S ribosomal RNA partial sequence

 NR 116383.1 Streptomyces tauricus strain NRRL B-12497 16S ribosomal RNA partial sequence

 NR 104709.1 Salmonella enterica subsp. enterica strain LT2 16S ribosomal RNA partial sequence

 NR 104901.1 Shigella boydii strain P288 16S ribosomal RNA partial sequence

 NR 115976.1 Yersinia ruckeri strain CCUG 14190 16S ribosomal RNA partial sequence

 NR 041833.1 Yersinia ruckeri strain ATCC 29473 16S ribosomal RNA partial sequence

 NR 044955.1 Legionella cincinnatiensis strain NCTC 12438 16S ribosomal RNA partial sequence

 NR 137367.1 Bartonella ancashensis strain 20.00 16S ribosomal RNA partial sequence

 NR 112558.1 Escherichia coli strain JCM 1649 16S ribosomal RNA partial sequence

 MT622589 Staphylococcus haemolyticus Bangladesh

 KY082040.1 Staphylococcus haemolyticus strain PWHB2 16S ribosomal RNA gene partial sequence

 MN581167.1 Staphylococcus haemolyticus strain EE103-P1 16S ribosomal RNA gene partial sequence


Figure S4: Phylogenetic tree of the 16S rRNAs of various bacterial species indicating the isolate in this study belonged to the species Staphylococcus haemolyticus.
