Supplement I: The set of 42 MM samples was divided on the basis of the global DNA methylation parameter determined by LUMA assay.
	Gene expressions
	CpGs methylation (MtL): 
	promoter 

	CDKN2B 
	PDLIM4 
	CDKN2B: promoter/1.exon 
	PDLIM4 
	

	0.365
	202.251
	N.A. 
	N.A. 
	18.6

	1.257
	7.013
	2.8
	N.A. 
	N.A. 

	4.5
	8
	N.A. 
	5.3
	19

	5.521
	8.754
	N.A. 
	N.A. 
	13

	2.925
	12.042
	N.A. 
	4.1
	20.8

	1.602
	23.425
	N.A. 
	3.5
	13.9

	1.185
	0.387
	4
	N.A. 
	N.A. 

	1.083 10513.825 
	N.A. 
	N.A. 
	N.A. 
	 


	Gene expressions: 
	CpGs methylation (MtL): 
	promoter r promote 

	CDKN2B 
	PDLIM4 
	CDKN2B: promoter/1.exon 
	PDLIM4 
	

	1.815
	2.297
	N.A. 
	N.A. 
	N.A. 

	1.636
	5.618
	N.A. 
	N.A. 
	N.A. 

	2.219
	9.448
	N.A. 
	N.A. 
	15.8

	0.99
	3.784
	N.A. 
	N.A. 
	20

	0.917
	8.456
	N.A. 
	N.A. 
	16.9

	2.248
	6.063
	N.A. 
	N.A. 
	16.8

	1.558
	6.19
	N.A. 
	N.A. 
	20.2

	1.803
	10.629
	N.A. 
	N.A. 
	17.1

	0.785
	6.543
	N.A. 
	N.A. 
	10.2

	1.137
	11.551
	N.A. 
	N.A. 
	13.8

	1.301
	36.002
	N.A. 
	N.A. 
	16.4

	1.149
	2.313
	N.A. 
	N.A. 
	14

	1.819
	5.315
	N.A. 
	N.A. 
	26.1

	1.177
	56.103
	2.8
	3.9
	17.9

	1.333
	2.329
	5.9
	7.1
	25.7

	0.267
	2.219
	N.A. 
	N.A. 
	19

	14.172
	81.572
	N.A. 
	5.5
	18.9

	1.821
	12.817
	N.A. 
	3.1
	15.3

	1.647
	6.084
	N.A. 
	6
	14.3

	9.815
	39.947
	N.A. 
	4.3
	N.A. 

	2.219
	6.527
	6
	N.A. 
	N.A. 

	2.639
	158.866
	N.A. 
	4.2
	13.1

	1.741
	4.408
	2.7
	3.6
	14.8

	4.675
	27.858
	3
	5.1
	19.8

	3.482
	23.588
	3.5
	4.3
	25.6

	2.445
	4.347
	3
	4.2
	19.8

	5.856
	9.646
	2.7
	4.1
	15.6

	2.713
	1.815
	2.7
	4.4
	16


	Gene expressions: 
	CpGs methylation (MtL): 
	promoter r 

	CDKN2B 
	PDLIM4 
	CDKN2B: promoter/1.exon 
	PDLIM4 
	

	0.512
	1.072
	N.A. 
	N.A. 
	27

	7.086
	6.233
	3.2
	5.1
	17.1

	2.297
	12.641
	N.A. 
	5.3
	22.2

	4.387
	11.158
	N.A. 
	5.4
	23.1

	1.772
	14.504
	3.8
	5
	24.5

	7.062
	7.013
	3.5
	3.6
	14.1


Supplement II: The set of 42 MM samples was divided on the basis of the global DNA methylation parameter determined by ELISA assay.

	Hypomethylated group 
	Global methylation 
	Gene expressions: 

	<µ-(
	68.28
	LUMA (%) 
	ELISA 
	CDKN2B 
	PDLIM4 

	1/M57 
	0.2955
	29.55
	0.293
	1.257
	7.013

	2/M50 
	0.4426
	44.26
	0.172
	1.185
	0.387

	3/M61 
	0.5604
	56.04
	0.589
	1.815
	2.297

	4/M85 
	0.4866
	48.66
	1.384
	1.819
	5.315

	5/M03 
	0.5581
	55.81
	1.340
	9.815
	39.947

	6/M02 
	0.5577
	55.77
	0.998
	2.219
	6.527

	7/M70 
	0.5676
	56.76
	1.774
	0.512
	1.072

	8/M81 
	0.6624
	66.24
	1.118
	1.137
	11.551

	9/M06 
	0.6295
	62.95
	1.390
	2.639
	158.866

	10/M33 
	0.6654
	66.54
	1.431
	1.772
	14.504

	11/M86 
	0.6565
	65.65
	0.546
	1.083
	10513.825

	12/M56 
	0.6273
	62.73
	0.405
	0.365
	202.251

	13/M62
	0.6705
	67.05
	1.301
	1.636
	5.618


	Moderately methyl. Group 
	Global methylation 
	Gene expressions: 

	
	LUMA (%) 
	ELISA 
	CDKN2B 
	PDLIM4 

	1/M69 
	0.7046
	70.46
	1.127
	0.917
	8.456

	2/M59 
	0.6849
	68.49
	0.379
	5.521
	8.754

	3/M66 
	0.7115
	71.15
	0.725
	2.219
	9.448

	4/M68 
	0.7341
	73.41
	0.745
	0.99
	3.784

	5/M77 
	0.7215
	72.15
	1.185
	2.248
	6.063

	6/M78 
	0.729
	72.9
	1.140
	1.558
	6.190

	7/M80 
	0.7247
	72.47
	1.189
	0.785
	6.543

	8/M83 
	0.7392
	73.92
	1.220
	1.301
	36.002

	9/M10 
	0.7283
	72.83
	0.742
	1.333
	2.329

	10/M08 
	0.7466
	74.66
	0.977
	0.267
	2.219

	11/M07 
	0.7242
	72.42
	1.417
	14.172
	81.572

	12/M04 
	0.7349
	73.49
	1.116
	1.647
	6.084

	13/M21 
	0.725
	72.5
	1.054
	1.741
	4.408

	14/M26 
	0.7299
	72.99
	0.990
	4.675
	27.858

	15/M27 
	0.7302
	73.02
	1.127
	3.482
	23.588

	16/M28 
	0.7365
	73.65
	0.800
	2.445
	4.347

	17/M37 
	0.7428
	74.28
	1.174
	5.856
	9.646

	18/M39 
	0.7311
	73.11
	1.072
	2.713
	1.815

	19/M29 
	0.7481
	74.81
	1.805
	2.297
	12.641

	20/M30 
	0.7109
	71.09
	1.463
	4.387
	11.158

	21/M79 
	0.7554
	75.54
	0.785
	1.803
	10.629

	22/M58 
	0.7571
	75.71
	0.08
	4.500
	8.000

	23/M64 
	0.7544
	75.44
	0.273
	2.925
	12.042

	24/M73 
	0.7496
	74.96
	0.539
	1.602
	23.425


	Hypermethylated group 
	Global methylation 
	Gene expressions: 

	˃µ+(
	75.724
	LUMA (%) 
	ELISA 
	CDKN2B 
	PDLIM4 

	1/M20 
	0.8077
	80.77
	1.688
	7.086
	6.233

	2/M14 
	0.7921
	79.21
	1.268
	1.821
	12.817

	3/M38 
	0.7582
	75.82
	1.530
	7.062
	7.013

	4/M25 
	0.7757
	77.57
	0.643
	1.177
	56.103

	5/M84 
	0.7607
	76.07
	0.993
	1.149
	2.313


	CpGs methylation (MtL): 
	CpGs methylation (Median)
	CDKN2B 

	CDKN2B: promoter/1.exon 
	PDLIM4: promoter 
	

	2.8
	N.A. 
	N.A. 

	4.0
	N.A. 
	N.A. 

	N.A. 
	N.A. 
	N.A. 

	N.A. 
	N.A. 
	26.1

	N.A. 
	4.3
	N.A. 

	6.0
	N.A. 
	N.A. 

	N.A. 
	N.A. 
	27.0

	N.A. 
	N.A. 
	13.8

	N.A. 
	4.2
	13.1

	3.8
	5.0
	24.5

	N.A. 
	N.A. 
	N.A. 

	N.A. 
	N.A. 
	18.6

	N.A. 
	N.A. 
	N.A. 


	CpGs methylation (MtL): 
	CpGs methylation (Median): 
	CDKN2B 

	CDKN2B: promoter/1.exon 
	PDLIM: promoter 
	

	N.A. 
	N.A. 
	16.9

	N.A. 
	N.A. 
	13.0

	N.A. 
	N.A. 
	15.8

	N.A. 
	N.A. 
	20.0

	N.A. 
	N.A. 
	16.8

	N.A. 
	N.A. 
	20.2

	N.A. 
	N.A. 
	10.2

	N.A. 
	N.A. 
	16.4

	5.9
	7.1
	25.7

	N.A. 
	N.A. 
	19.0

	N.A. 
	5.5
	18.9

	N.A. 
	6.0
	14.3

	2.7
	3.6
	14.8

	3.0
	5.1
	19.8

	3.5
	4.3
	25.6

	3.0
	4.2
	19.8

	2.3
	4.1
	15.6

	2.7
	4.4
	16.0

	N.A. 
	5.3
	22.2

	N.A. 
	5.4
	23.1

	N.A. 
	N.A. 
	17.1

	N.A. 
	5.3
	19.0

	N.A. 
	4.1
	20.8

	N.A. 
	3.5
	13.9


	CpGs Methylation (MtL): 
	CpGs methylation (Median):
	CDKN2B

	CDKN2B: promoter/1.exon 
	PDLIM4: promoter promote 
	

	3.2
	5.1
	17.1

	N.A. 
	3.1
	15.3

	3.5
	3.6
	14.1

	2.8
	3.9
	17.9

	N.A. 
	N.A. 
	14.0


	pGs methylation (Median): 

	promoter/1.exon 
	PDLIM4: 
	promoter 

	0.0
	N.A. 
	N.A. 

	0.0
	N.A. 
	N.A. 

	N.A. 
	N.A. 
	N.A. 

	N.A. 
	N.A. 
	25.0

	N.A. 
	5.0
	N.A. 

	7.0
	N.A. 
	N.A. 

	N.A. 
	N.A. 
	26.0

	N.A. 
	N.A. 
	11.0

	N.A. 
	4.5
	11.0

	4.0
	5.0
	20.0

	N.A. 
	N.A. 
	N.A. 

	N.A. 
	N.A. 
	16.0

	N.A. 
	N.A. 
	N.A. 


	pGs methylation (Median): 
	PDLIM4 
	promoter 

	promoter/1.exon 
	
	

	N.A. 
	N.A. 
	14.0

	N.A. 
	N.A. 
	9.0

	N.A. 
	N.A. 
	12.0

	N.A. 
	N.A. 
	16.0

	N.A. 
	N.A. 
	12.0

	N.A. 
	N.A. 
	17.0

	N.A. 
	N.A. 
	8.0

	N.A. 
	N.A. 
	13.0

	6.0
	7.0
	25.0

	N.A. 
	N.A. 
	15.0

	N.A. 
	5.0
	16.0

	N.A. 
	6.0
	12.0

	3.0
	3.0
	12.0

	0.0
	5.0
	16.0

	4.0
	4.0
	20.0

	3.5
	4.0
	15.0

	0.0
	3.0
	13.0

	0.0
	5.0
	13.0

	N.A. 
	5.0
	19.0

	N.A. 
	5.5
	20.0

	N.A. 
	N.A. 
	14.0

	N.A. 
	5.0
	16.0

	N.A. 
	3.5
	18.0

	N.A. 
	1.0
	11.0


	pGs methylation (Median): 

	promoter/1.exon 
	PDLIM4 
	promoter

	0.0
	5.0
	14.0

	N.A. 
	3.0
	12.0

	4.0
	3.0
	12.0

	2.0
	3.5
	14.0

	N.A. 
	N.A. 
	12.0


